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Region identification and delimitation
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Identification of the closest IMGT gene and allele(s)
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Description of domains

Gaps according to IMGT 
numberingCDR-IMGT lengths
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IMGT/3Dstructure-DB: analysis of 3D structures
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Number of H bonds with the ligand
Total  VH V-KAPPA

cetuximab (1yy9) 6  5           1
alemtuzumab (1ce1) 14   9            5
bevacizumab (1bj1) 14 14           0                                     
trastuzumab (1n8z) 6 2           4  
pertuzumab (1s78) 9 9           0

V-KAPPA
cetuximab [6.3.9]                                                 114W
alemtuzumab [6.3.9]                                                      107H 114R 116R
bevacizumab [6.3.9]
trastuzumab [6.3.9]           36N 108Y 114T
pertuzumab [6.3.9]

cetuximab [8.7.13]                                   59G           111Y 112D  113Y                
alemtuzumab [8.10.12]         38Y 57R 61K            107E  109H   110T
bevacizumab [8. 8.16]         38G           55W 58T 107Y   108P   110Y              

111.1G 112.1S
trastuzumab [8.8.13]                            55R 111G
pertuzumab [8.8.12]          36D 37Y          57N 58P 59N 110P   114Y

VH   CDR1-IMGT      CDR2-IMGT       CDR3-IMGT
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V-DOMAIN C-DOMAIN G-DOMAINs

IG and TR MHC

Structural domains
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H2-K1*01
(code 1jtr)
8 residue peptide

MHC class I IMGT contact sites
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H2-K1*01
8 residue peptide
(code 1jtr)

MHC class I IMGT contact sites
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IMGT unique numbering

G-DOMAIN (MHC)
AND

G-LIKE-DOMAIN
(other than MHC)

Immunoglobulin superfamily (IgSF)  MHC superfamily (MhcSF)

C-DOMAIN (IG,TR)
AND

C-LIKE-DOMAIN 
(other than IG,TR)

V-DOMAIN (IG,TR)
AND

V-LIKE-DOMAIN 
(other than IG,TR)
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MICA

G-ALPHA1-LIKE
[D1]

G-ALPHA2-LIKE
[D2]

[D3]

FCGR3BMOG
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CH2
C-DOMAIN

FCGR3B

[D2]

[D1] C-LIKE-DOMAIN

IGHG1
(FC-GAMMA1)

Interactions between domains

C-LIKE-
DOMAIN
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