Exploitation des bases de données:

Basesde donnéesd'allergeneset IMGT

Marie-Paule Lefranc
Université Montpellier 11, IGH, CNRS

Séminairedanslecadredel'INSTITUT REGIONAL DE LA QUALITE ALIMENTAIRE
"LESALLERGIES"
Montpellier 5 Novembre 2002

Im ]
I:_“,Iw The international ImMunoGeneTics database - %
e Coordinator: M.-P. Lefranc, Montpéllier, France http://imgt.cines.fr '



1. TheAllergen Database (ad b)

2. Farrp Protein Allergen database (Allergenonline)

3. EXPASYy list of allergen sequences (liens sur SWISS-PROT)
4. Allergen Nomenclature (WHO/IUILYS)

5. Food Allergen Sequences (Steven Gendel, USDA) (BIFS)

6. Allergen sequencedatabase (Jim Astwood, M onsanto)

7. Protall (réseau de 10 labor atoires eur opéens)



}{%HainFage-Netscape [ [O] =]

Fichier Edition Afficher aller Communicator  Aide

.cal.gov.ukAallergen - ﬁvlnfcus: CONNEXRES ﬂ

The Allergen Database

About Ue | Links | Eegizter | Login | Logout

A FEEELY available multifaceted indexing facility for the retrieval
of information on allergens and epitopes

Login OR Register to use the online database

Froduced by: The Central Science Laboratory, Sand Hutton |, Tork, UK, T0O41
1LZ
Tel: +44 [0] 1204 452000, e-mail geience@ozl.oov.uk
Sponzored by DEFEA JFPSEG

@ @ Docurment : chargé




Fichier

Edition  Afficher

Aller  Communicator  Aide

=

W!v Signets \g‘ Adresze :|http:x’s’www.csl.gnv.ukx’allergem’Search_Datal:naseE.n:fm

| 217 Infos conneves m

Results

New Search

There were & records retrieved

Systematic Name:

Species:
Triwial Name:
Allergen Type:

Description:

Arahl
Arachis hypogaea
FPeanut

Food

FPeanut allergen with significant homology with the vicilin geed storage protein family found in most higher plants

Systematic Name:

Arah 2

Species:

Arachis hypogaea

Trivial Name:

Allergen Type:

Description:

Peanut
Fonod

Major peanut allergen, Glycoprotein of approximately 17.5 kDa, Homology to the conglutin family of zeed storage
proteins

Systematic Name:

Species:
Trivial Name:
Allergen Type:

Description:

Arah 3

Arachis hypogaea
Peanut

Food

Glycinin, The deduced amino acid 2equence of Ara h 3 zhows homology to 115 zeed-storage proteins
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Description:

Arachis hypogaea
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Food

Major peanut allergen, Glycoprotein of approximately 17.5 kDa, Homology to the conglutin family of zeed storage
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Allergen Type:

Description:
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Results

New Search

There were & records retrieved

Systematic Name: &rah 1
Species: Arachis hypogaea
Triwial Name: FPeanut

Allergen Type: Faood

Description: FPeanut allergen with significant homology with the vicilin geed storage protein family found in most higher plants

Systematic Name: Ara h 2
Species: Arachis hypogaea
Trivial Name: Peanut

Allergen Type: Food

Description: Major teanut allergen, Glycoprotein of approximately 17.5 kDa. Homology to the conglutin family of zeed storage
g

Systematic Name: Arah 3
Species: Arachis hypogaea
Trivial Name: Peanut

Allergen Type: Food

Description: Glycinin, The deduced amino acid 2equence of Ara h 3 zhows homology to 115 zeed-storage proteins ﬂ
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There were & records retrieved
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Triwial Name:
Allergen Type:

Description:

Arahl
Arachis hypogaea
FPeanut

Food

FPeanut allergen with significant homology with the vicilin geed storage protein family found in most higher plants

Systematic Name:

Species:
Triwial Name:

Allergen Type:

Description:

Arah 2
Arachis hypogaea
Peanut

Fonod

Major peanut allergen| Glycoprotein of approximately 17.5 kDa| Homology to the conglutin family of zeed storage

proteins

Systematic Name:

Species:
Trivial Name:
Allergen Type:

Description:

Arah 3

Arachis hypogaea
Peanut

Food

Glycinin, The deduced amino acid 2equence of Ara h 3 zhows homology to 115 zeed-storage proteins
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Results

New Search

There were 8 records retrieved

Systematic Name:

Species:
Trivial Name:
Allergen Type:

Desgcription:

Arahl
Arachis hypogasa
Peanut

Food

Peanut allergen with zignificant hotmology with the vicilin zeed storage protein family found in most higher plante

Systematic Name:

Species:
Trivial Name:

Allergen Type:

Description:

Arah 2
Arachis hypogoea
Peanut

Food

Major peanut allergen, Glycoprotein of approximately 17.5 kDa) Homology to the conglutin family of 2eed ztorage

proteins

Systematic Name:

Species:
Triwial Name:
Allergen Type:

Description:

Arah 3

Arachis hypogaea
FPeanut

Faood

Glycinin, The deduced amino acid gegquence of Ara h 3 zhowe hotmology to 115 zeed-ztorage proteins
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Quelles sont les principales protéines allergenes de |'arachide?

 Viciline (réserve) Arahl

e Conglutine (réserve) Arah 2, Arah 6, Arah
7

e Glycinine  (réserve) Arah 3, Arah 4

* Profiline Arah5

« Agglutinine




Quelles sont les principales protéines allergenes de |'arachide?

* Viciline (réserve) Arahl

e Conglutine (reserve) Arah 2, Arah 6, Arah
2

e Glycinine  (réserve) Arah 3, Arah 4

* Profiline Arahb

e Agglutinine

Y at-il d'autres protéines allergenes nouvellement identifiees?
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The 18 kDa peanutjoleosinlis a candidate allergen for IgE-mediated reactions to
peanuts.

Pons L, Chery C, Romano A, Namour F, Artesani MC, Gueant JL.

BACEGEOUND: : Peanut allergy iz one of the five most frequent food allergies in children and in adultz,
Recently, we purified and evaluated the allergenicity of peanut oleoging, a family of gmall-zized -
proteing involved in the formation of peanut oil hodiez, METHODS: Allergenicity of the purified native
protein and of the recombinant protein was tested by Western blot and by [gE-EIA, FEESULTS: We found
[gE-binding with oleogin in 3 of 14 zera of patientz who had guffered an allergic reaction to peanuts,
Two zera reacted weally againgt 16-18 kDa groteins corresponding to oleozin monomers, in Western

main reacting bande IEE molecniar gize estimated at approximately 34 kDa, ipprnximately
30 kDa find approximatelf 63 kDa ind could therefore corregpond to oleozin oligomers, reactivity
wag higher in extracte from roasted peanute, The zame phenomenon occurred with crude zoybean oil
fraction, with two bande of 16.5 and 24 kDa corregponding to monomers, and two bandsz of 530 kDa and
76 kDa correzponding to dimers and trimers | respectively, The 18 kDa hand wag ohezerved in the 3
Western hlotz of & membrane-enriched fraction of recombinant oleozin produced in the 3f9-baculovirusz
expreszion gyztem [petformed with the 3 patient zera). CONCLUZIONS: We have characterized a new j
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Quelles sont les principales protéines allergenes de |'arachide?

* Viciline (réserve) Arahl

e Conglutine (reserve) Arah 2, Arah 6, Arah
2

e Glycinine  (réserve) Arah 3, Arah 4

* Profiline Arahb

e Agglutinine

Y at-il d'autres protéines allergenes nouvellement identifiees?

e Oléosine

Est-ce que les sequences des protéines allergenes sont connues?
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Farrp Database Home
Login

Register

abhout Farrp Database

Yiew allergen List
Search with FASTA

Mewsletter
Cu:l_ntan::t Lis

Food Allergy Research
and
Resource Program

www.farrp.org

Today's date:;

Searchable Farrp
Protein Database

Thank wou for wvisiting Farrp allergen
database. We offer you the opportunity to:

* ‘iew a3 complete list of protein
allergens

* Search our allergen database

* FASTA search

If wou would like to search our database we
will ask you to register with us,

There are currently 726 registered users.

The FARRF Protein Allergen Database
contains a list of publicly known allergens
and is not meant to be used as a resource
of clinical data relating to allergy. & great
resource for allergy related issues is the

Arnarican dradermy of allaray Asthrma and

Monday, Movember 04, 2002

Customer
Service

If wou have any
questions,
comments, ar
concerns about
allergenonline.com
please use our
email support, and
one of our
customer service
representatives
will get back to
you within a
24-hour period.

Member Login

E-Mail Address:

Password:

|
Login | Resetl

|http:£fallergennnline. comddefault. azp
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Species
Arachizs hypogeas
Arachizs hypogeae
Arachizs huvpogeas
Arachiz hypogease
Arachizs huvpogeas
Arachiz hypogeas
Arachiz hypogeae
Arachiz hypogeas
Arachiz hypogeae

Cornmmon Mame
Peanut
Peanut
Peanut
Peanut
Peanut
Peanut
Peanut
Peanut
Peanut

Searchable

110 Protein Database

100

Total number of records: 2

Allergen Marne
Ara b 1
Ara b 1
fra b 2
Ara b 3
fra b4
Ara h 5
fra b &
Arah 7

Coarmrments
Vicilin, clane P17
Wicilin, clone P41b
Canglutin
Glycinin
Glucinin
Profilin
zimilar to conglutin
Zonglutin hormalog
Lectin, phytohernagalutinin

Accession Mo, Armino Acid Lengh
P43237 514
Fd43238 525
AAKIEEET 156
AACEZ045 507
AAD4TFIEZ 5320
AADSSSET 131
APADSE3IRT 129
AADSET1D 1e0

514755 236
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Isolation and m aracterization oflt’l:e first genomic clone pf a major
peanut allergen jAra h 2.

Viquez OM, Summer CG, Dodo HW.

Department of Food and Animal Sciences, Alahama A&M Univerzity, Normal, AL 35762, TSA,

BACEGEOUND: Peanute hawve been identified az potent food allergens responeible for life-threatening Igl
reactions among hyperzenesitive individuals, With the current increaze of peanut allergies, there iz an
urgent need to molecularly characterize the genes encoding the target proteine and to understand the
nature of their regulation, OBJECTIVES: The objectives of thiz study were to izolate, gequence, and
characterize at leaszt one full-length genomic clone encoding the major peanut allergen Ara h 2,
METHODS: A peanut genomic library, constructed in a Lambda Fix I vector, was zcreened with an 80-bp
oligonucleotide probe constructed on the baziz of the 53' end of a publiched Ara b 2 cDNA partial
gegquence, One putative pozitive lambda clone wasg izolated, digested with Bam HI to releaze itz 16-kh
ingett, and confirmed by meanse of dot blot and Southern hybridization, The pogitive clone wasz zubcloned
in pBluesgcript 8K+ vector, zequenced, and characterized, FESULTE: Bequence analyziz revealed a
full-length genomic clone with an open reading frame starting with an initiation codon [ATG) at pogition j
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ExPASy|Home page Site Map Search ExPASy Contact us SWISS5-PROT

IHnsted by SIB Switzerland |Mirror =ites: ICanada IChina II{Drea ITaiwan IUS;‘['L

AWIZR-FPROT Protein Enowledgebhase
3wiss Institute of Bioinformatics (2IB): Geneva, 2witzerland
European Bioinformatics Institute (EEBEI): Hinxton, United EKingdom

Description:] Nomenclature and index of allergen sedquences

MNeagne : ALLERGEN.TXET
Felea=ze: 17-Jun-2002

L nomenclature syvstemw has been established for antigens (allergens) that
cause IgE-mwediated atopic allergies in humans:

|HHO{IUIS Lllergen Nowenclature Subcommittes |

King T.P., Hoffmwann D., Loewenstein H., Marsh D.G., Platts-Mills T.L.E.,

Thomas .
ACI News A/Z:35-494(1994) .

ITIS/WHD Allergen Nomenclature Subcommittes.
Bull. World Health Organ. 72:797-806[1994) .

See: http:f//www.allergen.org/Pub. htm
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Alt a 10 DHAL ALTAL (P42041) ﬂ
Al a 11 ENO ALTAL [Q9HDTS)
Alt a 12 RLA1 ALTAL (P451485)
inb & 1 MP11 AMBAR (F27759), MP1Z AMBAR (P27760), MP13 AMBAR (P27761),

MP14 ALMEALR ([(P25744)

Ay & 2 MPAZ LMEALR [P27762)

Arbh & 3 MPAZ ALMEEL (FOD304)

Al a 5 MPAS ALMEEL (PO2575)

Al a 6 NLT& AMEAR (004004

mb p 5 MPSA AMEPS (P43174), MPSE_AMEPS (P43175)
Al £ 5 MPTS ALMETER (F10414)

Ani = 3 TPMM LWT3T [(QSNASS)

ipi g 1 ALL1 APIGR (P49372)

ipi g z ALLZ APIGR (P92918)

ipi g 3 CB23_APIGR (P92919)

ipi g 4 PROF_APIGR (Q9XF37)

Api m 1 Phz APTME [POOG30)

ipi m Z HUGA APIME (Q05163)

Ani o 3 MEL _LPIME _ JPO1501)

Ara h 1 LL11 ARAHY (P43237), AL12Z ARAHY (P43235)
Ara h & PROF _ALRALHT [(Q330T13)

Ara t & PRO1 _ALRATH (Q042449)

LD T 1 FNI:_LoFPRE  (PO4a09)

Azp £ 2 LLLZ AZPFU (P73017)

Azp £ 3 PHMZ0_AL3PFU [(043033)

Azp £ 4 LLL4 ALZPFU [(0600Z4)

isp £ 6 SODM_ASPFU (Q92450)

Azp £ 7 LLLY AL3PFU [042733)

isp £ & RLAZ ASPFU (Q9UUZG)

Azp £ 12 H382 AL3PFU (P40232)

Azp £ 15 LL15 AL3PFU [(0600Z2)

Eer e 1 233_BEREX (PO4403)

Bet v 1 BEV1A BETVE (P15494), EV1E BETVE (P45431), BV1C BETVE (P43176),

BV1D BETVE (F43177), BV1E BETVE (P43175), BV1F BETVE (P43179),

BV1G BETVE (F43180), BV1J BETVE (P43153), BV1K BETVE (P43184),

BEV1L BETVE (F43185), EV1M EETVE (P43156) =]
v
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yellow mustard Sinal 25 albumin 14 120

lycine meee

soyhean Gly m 1 HFS 7 1204
Gly m 2 = F AST106
Gly m 3 profilin 14 C gee ligt of izoallergens

Arachis hypogaea

peanut Arahl wicilin (S}5H] c L34402
Arah 2 conglutin 17 c Lrrigr
Arah 3 glrcinin &0 C AF095541
Arah 4 glycinin a7 c AF0EE821
Arah 5 profilin 15 C AFIS9616
Arah B hotm: conglutin 15 c AROQEE45
Arah T hotn conglutin 15 [, AFOQ1TET

LENS cilinarts :

lentil Lencl wicilin 16 F 121
Lenc 2 geed bin:ntinylatéd prot, ala] F 121

Actinidia chinensis

kil Actel cyzteine proteaze 30 PoOOYs5

Capsicuﬁ RN :

bhell pepper Cap.a lw oztnaotin-lilke protein 23 AJ2GTA10.
Cap a 2 profilin 14 AJ417552

Lycopersicon esculentum
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Food Allergen Sequences [Release 3)

Return to Food Allergy Page || Return to BIFS Home Page

These data are updated from the publication: Gendel, Steven M, [1998] Sequence Databazes for Azeeszing the Potential Allergenicity of
Proteing Uzed in Transgenic Foods, Advances in Food and Nutrition Fesearch 42 83-9%2,

The following tahle prezentz the accezeion numbersz for known food allergens in each of three major databazes:
SP = SwizeProt [Thiz column includes acceszione in the TrEMEL databasze),

FIE = Frotein Identification Fesource

Entrez - Protein accesgions available through Entrez at the National Center for Biotechnology Information,

Accezeziong listed on the zame line contain identical gegquences - accezzions lizted on different linesz contain different gegquences even
if they are for the zame gene. In afew cazesz, zeveral accesszione in one databaze must be combined to create a complete zequence,
Thiz iz indicated by listing multiple acceszions with a + gign,

& note on pollen allergens - To avoid confusion and duplication, all proteing exprezeed in food plante are lizted in the food allergen
databaze, In gome cazes, clogely related pollen allergens also occur in non-food plants, and these proteing are listed in the non-food
allergen datahaze,

Species Protein Allergen |SW PIR ENTREZ Refs. Notes
Name Accession Accession Accession

ANIMALS

Abalone Tropomyosgin QGETL ALGOEEET (1, 20
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Fapaya Papain POOTE4S L254565 AABOZES0 (2,4, |Coding?
7
Parsley | | 040795 | cass724E 1 |
Pea | | 041043  [953082  |[CAAS94TO |1 |
Peach |Lipid Transfer Prupl |[PB1402 | | s |
| LLipid Transfer Prupl |QGLEDL | CABDEETE (1 |
Peanut wicilin Arahl P43258 AABOOES1 ‘E, 4,
6,7
vicilin Arahl |P43237 AMARO3ZE (2,4,
6,7
| agglutinin | | 03364 | 2 Y
| agzlutinin | FOZB72+ |224044  |AAB22817 |2 |Coding?
| agglutinin | | | lasa7asTs 2 |
| agzlutinin | | | lAnA7dsTE |2 |
arachin PO4148  |A03350 3, 4,
6,7
arachin P20780  |JK0226 3, 4,
6,7
| | Arah 2 |AAKDESST | AAKDESST (1 |
| Clycinin Arah 3 |082580 | lance304s 1 |
| Glycinin Arah 4 |QUSQH7 | lasDa7382 |1 |
| Profilin Arah5 |QUSQID | laaDsssg7 1 |
| | Arah6  |QUSQGS | laaDsess7 1 |
Arah7 |QUSQH1 AADSET1S |1
Pear PP Fyrol 065200 AACI3315 1,18
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r ‘Eﬁ" Signets A Adresse:
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-
vlﬁ Infos connexes ﬂ

introduction

about food allergy
PROTALL datab
links

update

project objectives

co-ordination tearm

warking groups

project partners

contact us

For PROTALL
Partners only

F
anen

Arachis hypogea

Peanut; ground nuts; monkey
nuts
Arachis hypogea

Feanut; ground nuots; monkey
nuts
#Arachis ypogea

Feanut; ground nuots; monkey

Arahz ArahG Arah?

Arah 32 and Arah 4

Food Allergen [if specified]

Pzt L. Ber e View All data 4 Biochemical data
Bertholletia excelza .

Cash

] : View All data 4 Biochemical data
Anacardium occidentale
C t

aronut View All data Biochemical data
Cocos nucifera
Lupi :

R View All data Biochemical data
Lupinus Albus ? prees -
Peanut; ground nuts; monkey
nuts ArahA Ulpw All data HLn;hami;‘:al da_tu

View All data Biochemical data

View All data Biochemical data

Glycine masx

Soybean, Soya

nuts Arahg View All data Biochemical data
Arachis vpogea

Feanut; ground nots; monkey

nuts Agalutinin View All data Biochemical dats
Arachis vpogea

ol Conglycinin View All data Biochemical data
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'.m;.tv Signets A Adiesse :Ihttp:.-".-"www.ifrn.l:ul:usru:.au:.uk.-"pru:utall.-" j ﬁv Infos conneses ﬂ
number a
Molecular weight 17,200
A“ergen Epitopez ot Ara h 2 were recognized are as follows:
epitopes 15-HASAR QOWEL-24
21-QWELQGDR-28
b’ e 27-DRRCQSQLER-36
intraduction 39 RPCEGHLMG-45
) 43-KIQRDEDS-56
P zhout food allergy S59-ROFYSP-64
ES5-50DPYSPE-T2
P PROTALL databaze 1158-LQGROOQ-122
127-KRELRM-132
* 143-QRCDLEWE-150
[Stanley ot al 1997,
P update
e ' Allergen Mot known
[ project obje ; stability
P co-ordination team Nature of
main
[ cross-reactng
proteins
| 4 Allergen Ara b 2 correzponds to delta conglutin, which is a member of the 25 alburin family, It is a glvcoprotein with a
properties & pl of 5.7 which is thought to act as a storage protein, Two other peanut allergens, Ara h & and 7, have been -
3 contact us function in identified which are hornologous with Ara b 2. Whilst Ara b 2 is considered to be a major allergen, Ara h & and
plant 7 are considered to be minor, being recognized by 35 and 435 of peanut allergic sera respectively (Kleber
For PROTALL -Janke et al 1999)
Partners only
Allergen
purification
Biochemical Burks AW, Williarms LW, Connaughton €, Cockrell G, O'Brien T, Helrm RM [19922) Identification and
references characterization of a second major peanut allergen, Ara h II, with use of sera with atopic dermnatitis and
positive peanut challenge. J Allergy Clin Irnrmunel 96 1715-1721,
Kleber-larke T, Crarneri R, Appenzeller U, Schlaak M, Beckear W-M [1999] Seledtive cloning of peanut
allergens, including profilin and 25 albuminz, by phage display technalagy, Int Arch Allergy Irnrmunol
119:265-274,
Stanlew JS, King M, Burks AW, Huang SK, Sarmpson H, Cockrell G, Helm RM, West CM, Bannon G4 [(1997)
Identification and mutational analysiz of the immunodominant IgE epitopes of the major peanut allergen Ara
h 2 Arch Biochern Biophys 242 244-253,
Motes The C-termminal region of Ara b 7 (AF0917327, Q350H1) shows a frameshift relative to Ara b 2 and Ara b &

= (== |Document : chargé




_ Un systeme d'information intégr é et spécialise
pour lesimmunoglobulines (1G) et
lesrécepteursT (TR)

1. IMGT/LIGM-DB: base de donnéeesdes séquences (IG et TR)
2. IMGT/V-QUEST: identification desgenesV, D et J

3. IMGT/JunctionAnalysis. analyse desjonctions

4. IMGT Colliersde Perles: structures 2D

5. IMGT/3Dstructure-DB: structurestridimensionnelles
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wtv Signets J{. Adresze :|htt|:|:.n’.n’imgt.cines.fra’cgi-bina’IMGTlect.iv

.
jﬁ Infos connexes m

Entrée dansz IMGTlect Content-type: text/) html

IMGT IMarie-Faule page

New zearch

‘ Help ‘ IMGT Home page

http:f fimgt cinesz f1

Created by Marie-Paule Lefrane [CHES, Montpellier O University, Franee]

TAXONOMY AND CHARACTERISTICS SEARCH

Y

Im%
Muab
Gene

: Daabase
TICS

@ Nucleic acid type
C any

% ENA or cDNA

@ Loci, genes or chains

e English name of species Ih'-lman

' DNa AND

e Functionality

& Stucture

@ Specificity

da the search I reset l

C any
C sermline

& rearran ged

=

;IIOR "I Iam,r

IIg-Heau‘g.r—EpsiI-:nn

Ipru:uductixre [5] ;I

Iregular vI

Iam,r

@ Clicloon | more selections Itl:u gelect latine names of gpecies, variahle region group and subgroup

= == |Dacument : chargé




IMGT/LIGM-DB Consultation module v3 - Metscape

Fichier Edition  Afficher  Aller Communicator  Aide

=

w!v Sighets j{. Adresse :|htt|:|:a"a"imgt.n::ines.fr;"n::gi-l:nim"IMGTIec:t.iv

| 517 Infos conneses ﬂ

Entrée dans [MGTlect Content-type: text) html

‘ Help ‘ IMGET Home paze

IMGT Marie-Faule paze

New zearch

http:f fimgt cinez I

Created by Marie-Paule Lefrate [CHES, Montpellier O University, Fratce)]

RESULTS OF YOUR SEARCH

F

: Daabase
TlCS

¥Your selection :
speciez (Englizh namme) :huwman

AND ENL or cDMNL sedquence
AND rearranged sSedquence
L AND .
lozi, genes or chainzs @ Ig-Heavy-Epsilon...
AND functionality @ productive
AND structure : regular

Numhber of rezulting sequences ! 5 O

To modify your request

Decrease &dd new/ other conditions to decreasge the number of gequences ["AND")

Increasze Add new/other conditione to increasge the number of gequences ["OR")

To consult the results
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5 JTSignets @!{..-’-'-.dresse:|http:a’a’imgt.l:ines.fra’cgi-bina’IMGTlect.iv jﬁ”nfﬂs COFRERES ﬂ
Boariiiiziiiie AR Larie -
Al
247257 [HZZ20Z2E4 ] H.zapiens wRNAL for immnoglobulin warisble region [(celone 202 :J
247258 [HSZ0ZES ] H.zapiens wRNAL for immnoglobulin wariskble region [(elone 202
247263 [HZZ03E1 ] H.sapienzs wBRNAL for immnoglobulin wvariasble region [(clone 203
247264 [HIZZ03EZ ] H.sapienzs wBRNAL for immnoglobulin wvariasble region [(clone 203
247265 [HZZ03E6 ] H.sapienzs wBRENA for immnoglobulin wariable region [(clone 203
247266 [HIZ203EY ] H.sapiens mBPMNAL for imounoglobulin wariable region (clone 203
247267 [HIZ203E9 ] H.sapiens mBENAL for imounoglobulin wariable region (clone 203
247274 [H3I204E1 ] H.zapiens mBENAL for immunoglobulin wariable region (clone 204
247275 [H3I204EZ ] H.zapiens mBENAL for immunoglobulin wariable region (clone 204
292888 [H3Z9:2888 ] H.sapiens wBNL for rearranged immunoglobulin VH-CE in peanut
292889 [H3Z9:2889 ] H.sapiens wBNL for rearranged immunoglobulin VH-CE in peanut
2925890 [H3IZ9:2890 ] H.sapiens wBNL for rearranged immunoglobulin VH-CE in peanut
2925891 [H3Z9:2891 ] H.sapiens wBNL for rearranged immunoglobulin VH-CE in peanut
2925895 [H3Z9:2893 ] H.sapiens wBNL for rearranged immunoglobulin VH-CE in peanut
2925894 [H3Z9:2894 ] H.sapiens wBNL for rearranged immunoglobulin VH-CE in peanut
2925895 [H2EZ92895 ] H.sapiens wRNA for rearranged imrunoglobulin VH-CE in peanut
2925898 [HZ3E92896 ] H.sapiens wRNA for rearranged immunoglobulin VH-CE in peanut
2925897 [H2E292897 ] H.sapiens wRNA for rearranged imrunoglobulin VH-CE in peanut
2925898 [H2E92898 ] H.sapiens whNA for rearrahged immunoglolbulin VH-CE in peanut
297032 [HZE97032 ] Howo sapiens rearahged imrounoglolbulin VH-CE in peanut allerdg
§E 7033 3 ] Homo sapiens rearanged imgounoglobulin b peanut allerg
297034 [H3297034 ] Howo sapiens rearahged immounoglolbulin VH-CE in peanut allerg
297035 [H3IZ97035 ] Howo sapiens rearahged inmounoglolbulin VH-CE in peanut allerdg
297036 [H3Z297036 ] Homo sapiens rearahged inmounoglolbulin VH-CE in peanut allerdg (I
297037 [HI3Z227037 ] Homo sapiens rearahged inmounoglolbulin VH-CE in peanut allerdg [ Clear selection

O IMGTASQUEST analysis

¥ Sequence (with 3 reading frames) I

1 IMEGT annotations I 5 Sequence (dump farmat) I

2 IMGT flat-file I G Sequence (FASTA farmat)

3 Coding regions with protein translation I

4 Catalogue and External References I 2 EMBL flat-file I

Software material and data coming from IMGT zerver may be usged for academic rezearch only, provided that it iz referred to IMGT, and cited as

"IMGT, the international ImMMunoGeneTice datahasze httpf [ imgt.cines 18104 (Initiator and coordinator: Marie-Faule Lefranc, Montpellier,

i
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=
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Entrée dansz IMGTlect Content-type: text) html

‘ Heln ‘ IMGT Home page | | IMGT Marie-Paule paze | New zearch |

Created by Marie-Paule Lefranc [CHES, Montpellier I Tnirersity, Fratuee]
http:J Jimgt cines I

IMGT FLAT-FILE

Tm
Muaé
Gene
Tics

Dambase

In H3Z927033 IMGT/LIGH annotation : jautomaticg EMAL; HUM: 432 EF.
XX
A Za7033;
XX
LT 10-JUL-1997 (REel. &, arriwved in LIGM-DE )
LT O9-NOWV-2001 (Rel. 200145-5, Last updated, Version 4)

i
DE Homo sapiens rearandged immunocglobulin WH-CE i CC' 9,1

DE BMNL; rearranged configuration; Ig—Heavgr—EpsilDtiDnalitgr
DE productive; group IGHV; subgroup HVI.

X

Ew antigen receptor; imwunoglobulin superfamily; Ig; Ig-Heawy:

Ew Ig-Heawvy-Epsilon; constant; wvariable; diversity:; joining:

Ew irmrunoglobulin.

X

05 Homo sapiens [(hwan)

oZ Eukaryota; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria; Primates:;
Qi Catarrhini; Howinidse; Homo.

X

EN [2]

RF 1-432

Ri Janezic A.A.L., Chapwan C.C.J., Snow R.R.E., Hourihane J.J.0.,
Ri Warner J.J.0., Stewvenson F.F.K.:

RT z

RL Submitted (30-JUN-1997) to the EMEL/GenBank/DDEJ databases.

RL Molecular Imerunology Group, Tenowvus Research Laboratory, Sothampton
TT Mararal Haskwmital Travi;wna Doad Shnt ot oo Haovmohira S01 8 %N T

o ==
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5 th Signets J{. Adresze :Ihttp:.n’.n’imgt.l:ines.fra’cgi-bina’IMETlect.iv

-
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o erRRRTTRRTERET G menir o

'l .I'J'LJ'L_J.J.'J.'JJ.— S0 Lo T ﬂ

FT FRZ-IHNGT 100..150

FT fAA_IHGT="39 to 557

FT CONIERVED-TRP 106..108

FT CDRZ2-IHMGT 151..174

FT fAA_IHGT="56 to 63"

FT FR3-IHNGT 175..288

FT fAA_IHGT="EE to 104, Ak 73 is missing™

FT Z2nd-CY¥3 Z86..288

FT CDR3-INGT Z289..336

FT fAA_IHGT="1DS to 117, including Ak 112.1, 111.1, 11z2.2"

FT JUNCTION Z286..339

FT fin frame

FT N1-FEGICH 294, ,297

FT focodon start=:2

FT D-REGICHN WAL= =" bl

FT fallele="IGHDZ-15*01, putatiwve"

FT fogene="IGHDZ-15"

FT Nz2-FEGICH A "

FT J-REGICN Jat..ab9

FT fallele="IGHI4*0Z, putative™

FT Jogene="IGHJI4"

FT Fputative limit=Fi' side”

FT focodon start=:2

FT J-TEF 337..339

FT FE4-TIHNGT 337..369

FT fAA_IHGT="118 to 128"

FT C—REGICN 370,432

FT fpartial

XX

30 Secquence 432 BF: 94 A; 122 C; 126 Gy 90 T:; 0O other:
caggtgoage tggbgoagtc tggggotgay gtgaagagye chgggacctc agtgaaggrtt a0 o
toctgoaagy catctggata caccttoacc agotactata tgoactggght gogacagoos 120
cotggacaay goottgagty gatgggasata atcaaccoty ghggtggtay casagtotac 180
goacagagyt tocagggoay actoaccaty accagggaca cgtocacgay cacagtgtat 240
atggagotga goagoctgay atctgaggac acggoogtght attactgtgs gagooagogs 300
tottgoagty gtggtaccty ctacttotth gactcatggy gocagggasac cotggboooo 360
gtotoctoay Ccotocacaca gagoccatcc ghottoooch tgaccoogohty chOgoasaaac 420
attocctoca at 432 j
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v Jvﬁignets \{& .-'-‘-.dresse:Ihttp:.-".-’imgt.cines.fr.-"c:gi-l:uin.-"IMGTIect.iv j @'Infus CONNERES ﬂ
B
[ ]
Sequence compared with the Human Ig set from the IMGT reference
[ ]
directory
Alignment for V-GENE
797033 score CAGGTGCAGCTGGTGCAGTCTGGGGCT  GAGGTGAAGAGGCCTGGGACCTC AGTGAAGGTTTCCTGCALGGCATC TGGATACACCT
LO6612 | IGHV1-46%03 | 1335 4 tteettene et e Luvennn. e e e e e e e e e e e
¥0z343  IGHV1-46+01 1330 et e e i Boeennns T 0 o o o e
JOoaz40 IGHV1-46*02 T [ L
Xe2106 IGHW1-2 *0z2 1 [ L L .
Zl12310 IGHW1-2*04 L [ L L .
Alignment for D-GENE
Z97033 goore GEECTCTTGCAGTGGTEETACCTGCT
Jo0z34 | 16HDZ-15%01 S5 L. BB . Teueeeunn.. Guv'ns ACTCC
JOooz33 IGHDE-5%02 53 A..A.R...T.C....... GTh CATRCC
M3564d43 IGHDZ-Z2*03 49 T..A.2...T...A. . ACC.G..... LTGCC
97051 IGHDZ-Z*02 49 A, . A.R...T...A. . ACC.G..... LTRhCC
JOoOz32z IGHDZ-z2+*01 49 A, . A.R...T...A. . ACC.G..... LTGCC
Alignment for J-GENE
707033 seore GGGCTCTTGCAGTGGTGGTACCTGCTACTTCTTTGACTCATGOGGCCAGGGALCCCTGETCCCCGTCTCCTC AGCCTCCACAC AGAGE
JOOz56 IGHI4+*0O1 195 e
X36355 IGHIS*OZ 133 L.h...
1] |

= == |Bpplet 297033 running
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5 va Signets \,!{ Adresze :Ihttp:.f.-’imgt.cine&.fr!cgi-l:uin.-"lMGTIeu:t.iv

-
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B ooiiriziziziiie S p Liini
Translation
R R R R R
1 5 10 15 20
Q W o] L v o] a3 o) o E v K E F o) T 3 W E W 3
97033 CAz GTG CAG CTi: GTG CLAGZ TCT GG GCT GLG GTE RAAG LGS CCT 3G ACC TCA GTG ALG GTT TCC
______________ } {:___________________
CDE1 - INGT
25 a0 a5 40
C E iy 3 ) T T F T o K T M H w W E Q
97033 TGZ pAG GCL TCT GEh TAC ACC TTC ACC AGZ TLC TAT AT CAZ TiaEF GTE CGh CLG
F R 2 - I M G T —mem————— > s
CDEZ - IMGT
45 50 55 =10} 65
L F &) Q ) L E m bl &) I I I P &) &) o3 3 K W
97033 GCC CCT GEh CARD GEE CTT GAG TG ATS GGA ATL ATC RAC CCT GGT ST GGET AZZ LAl GTiC
———————————————————————————————————————————————— F R 3 - I M® 6 T -—-
| 75 g0 g5
T i Q E F Q &) E L T ol T E i T 3 T 3 T W K
97033 TAZ GCAL CAG AGE TTC CLG GFC DGR CTC ACC ATG LCC AgG GLAC ACGE TCC ACG AGC ACA TS TLT
______________________________________________________________ :‘}
Qg ob 100 105 110
bl E L 3 3 L E 3 E I T h W T T C b R Q ) 3 [
Z97033 LATE GAG CTG AGC AGC CTG AGA TCT GALG GAC ACG GCC GTGE TAT TALC JIGT GCG LAGE CAG GFC TCT TGO
CDE3 — IMGT
4 4 4 = 125 13':'
3 &) &) T C T F F L o w G Q ) T L it P W 3 a3 L
z97033 LT Q3T GGET ACC TGC TAC TTC TTT GAC TCLhA TGH G2 CAG GEA AZC CTG GTC CCC GTC TCC TCA GCC
1] |

& == |

|.-'3.pp|et 297033 running
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Per spectives

* Phage displays de banques ADNCc pour I'identification d'aller genes

 Déter mination des épitopes reconnus par les IgE

» Déetermination des épitopes T (peptides présentés par lescellules
dendritiques et cellules de Langerhansaux lymphocytes T CD4+)

» Sequences d'IgE specifiques

o Sequences derecepteurs T alpha-beta spécifiques

o Structurestridimensionnelles des allergenes et desrécepteurs (IgE)
o Structurestridimensionnelles des | gE et desreécepteursFc

IMGT Bloc-notes > | mmunology themes >Aller gy
http://imgt.cines.fr



