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IMGT databases and tools
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IG and TR: 1512 genes and 2461 alleles from human and mouse



Human IGH locus

Chromosome

14q32.33
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Chromosome
2p11.2

Human IGK locus
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IMGT/LIGM-DB
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IMGT-ONTOLOGY:
277 IMGT labels for sequences

285 IMGT labels for 3D structures

SO (Sequence ontology):
67 IMGT labels

105 188 sequences from 150 species













Kaas Q. et al. NAR 32, D208-D210 (2004)

1221 entries (IG, TR, MHC, RPI)
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IMGT Collier de Perles on two layers
http://imgt.cines.frhttp://imgt.cines.fr

Kaas Q. et al. NAR 32, D208-D210 (2004)



IMGT Repertoire 8.000 pages HTML 

Chromosomal localizations

Locus representations, …

IMGT Bloc-notes
Interesting links

The IMGT Immunoinformatics page
Links to external databases and tools: Kabat,

VBase/DNAPLOT, JoinSolver, IgBlast, SoDa,…

IMGT Education
Tutorials, IMGT Lexique, …

IMGT® Ressources Web
http://imgt.cines.fr
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IMGT
Alignment
of alleles

IMGT
Protein
Display

IMGT
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de Perles

IMGT Web resources: 8 000 pages HTML



The eleven IMGT amino acid classes 

according to the physico-chemical properties

Pommié et al. J. Mol Recognit. 17, 17-32, 2004
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IMGT/V-QUEST query page:

- 4 options are available for the IMGT reference directory

- F+ORF  (only functional and ORF genes)
- F+ORF+in frame P  (default) (functional,  ORF genes and in frame
pseudogenes)
- F+ORF including orphons (only functional and ORF genes, including orphons )
- F+ORF+in frame P including orphons (functional,  ORF genes and in frame
pseudognes, including orphons )

- The analysis can be performed by comparison with only the alleles *01 of the IMGT 
reference directory or with all alleles (default).

- The number of accepted mutations for IMGT/JunctionAnalysis can be modified

- The maximun number of sequences for a single run is 100 (instead of 50)

http://imgt.cines.fr

Improvements IMGT/V-QUEST version 3
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A. Detailed results: Result summary

Links to the corresponding alignments 

Links to IMGT/GENE-DB 
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A. Detailed results: Evaluation of the rearrangement

Example: productive rearrangement (no stop codon and in frame junction)
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A. Detailed results: Evaluation of the rearrangement

Example: unproductive rearrangement (out of frame junction)
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A. Detailed results: Evaluation of the rearrangement

Example: unproductive rearrangement (presence of in frame stop codons) http://imgt.cines.fr



A. Detailed results: Evaluation of the rearrangement

Example: the closest V gene is a pseudogene
http://imgt.cines.fr



A. Detailed results: Quality evaluation of the results

The message (c) is added
when less than 6 nucleotides are 
aligned in 
3. Alignment for J-GENE and allele
identification
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A. Detailed results: Quality evaluation of the results

The message (d) is added
when another J shows a highest
number of consecutive identical
nucleotides in
3. Alignment for J-GENE and allele
identification
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A. Detailed results: Quality evaluation of the results

The message (e) is added
when another J shows a highest
percentage of identity in
3. Alignment for J-GENE and allele
identification
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B. Synthesis results: Result summary

Links to the corresponding alignment 
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B. Synthesis results: Quality evaluation of the results
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B. Synthesis results: Junction are sorted per V gene
http://imgt.cines.fr
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Who is using IMGT?

Medical research:
allergies
autoimmune diseases
AIDS 
leukemias
lymphomas
myelomas
translocations 
detection of residual diseases

Veterinary research:  
IG and TR repertoire
domestic and farm species
wild species

Comparative and
developmental immunology:
evolution of the adaptive immune 
system

Biotechnology related to
antibody engineering:
chimeric
humanized
human antibodies
scFv
combinatorial libraries
intrabodies
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